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Abstract 

Introduction Dengue is one of the most widespread arboviruses in Latin America and is now affecting areas previ‑
ously free of transmission. The COVID‑19 pandemic and climatic variations appear to have affected the incidence 
of the disease, abundance of vectors and health programs related to dengue in some countries.

Objective To analyze the epidemiology of dengue in Paltas, Ecuador (2016–2022), compare the periods 
before and during the COVID‑19 pandemic, examine entomological reports and discuss the possible implications 
of the COVID‑19 pandemic and climatic variations.

Methodology In this observational, retrospective study, cases of dengue registered in the SIVE‑Alert epidemiological 
surveillance system and the available larval indices were examined.

Results No autochthonous cases were reported before 2016. Between 2016 and 2022, 182 cases without warn‑
ing signs were reported, mostly in women (51.1%), people ≥ 20 years (68.7%) and people living in urban areas 
(78.6%). During the COVID‑19 pandemic, there was a significant decline in cases in urban areas, with displacement 
toward rural areas (p < 0.001). A clear pattern of dengue incidence was observed throughout the year, with a predomi‑
nance (84.6%) in epidemiological weeks 16–39 (April–September), which coincided with the dry season in the region. 
In 2016 and 2018, larval rates were high in urban areas but decreased in 2019. Postpandemic incidence rates 
increased in urban and rural areas, even in areas without transmission of the disease.

Conclusions There is a clear pattern of incidence of dengue in the dry season in the region. After the 2016 outbreak, 
larval cases and rates decreased, suggesting the effectiveness of vector control before the COVID‑19 pandemic. How‑
ever, during the pandemic there was a resurgence in dengue with expansion in rural and urban areas. The increase 
in larval rates during the COVID‑19 pandemic, even in dengue‑free areas, is worrisome. A critical challenge in the con‑
trol of mosquito breeding sites is climatic variations, which increase the need to reserve water for domestic use.
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Introduction
Vector-borne diseases are a global challenge, represent-
ing more than 17% of all infectious diseases and more 
than 700,000 deaths annually; among them, dengue is as 
the most common and most widespread arbovirus trans-
mitted by Aedes spp. mosquitoes [1, 2]. The main vector 
for dengue transmission is Aedes aegypti, and Ae. albop-
ictus is considered a secondary vector [3]. In the Ameri-
cas, the incidence of dengue has increased alarmingly in 
recent years, from 1.5 million in 1980–1989 to 17.5 mil-
lion in 2010–2019. More than 3.18 million cases were 
registered in 2019, the highest annual number of cases 
historically reported. During the COVID-19 pandemic 
period (2020–2022), the number of dengue cases slightly 
decreased, while during 2023, 4.1 million cases were 
reported, surpassing the previous highest figure. Den-
gue currently affects 42 countries and territories in the 
region, with outbreaks occurring in 15 countries [4].

The recent proliferation of viral diseases transmitted 
by vectors, such as dengue, has been associated with fac-
tors such as global trade, travel, demographic expansion, 
urbanization and climate change [5]. Climate change is 
considered one of the most worrisome threats to public 
health and is associated with the transmission, appear-
ance and reappearance of infectious diseases, as well 
as the survival, propagation and reproduction of their 
respective vectors [6, 7]. In the twenty-first century, an 
increase in temperature between 1.5 and 5.8 °C has been 
reported worldwide, which is correlated with an increase 
in the incidence of multiple infectious diseases sensitive 
to climate, such as dengue [8]. The COVID-19 pandemic 
has exacerbated this situation, causing interruptions in 
the prevention and treatment of dengue, as well as vari-
ations in the incidence of the disease [9, 10]. Due to the 
increasing incidence and geographic expansion of den-
gue worldwide, it is essential to investigate its appearance 
in areas without prior autochthonous transmission, such 
as the Paltas canton where no cases were recorded before 
2016. In this study, the epidemiology of dengue in the 
Paltas canton, Province of Loja, Ecuador, from 2016 to 
2022 and the differences between the periods before and 
during the COVID-19 pandemic in the context of climate 
change were analyzed. Additionally, larval indices are dis-
cussed as indicators of vector control and an approxima-
tion of the possible expansion of the dengue vector in the 
area.

Methodology
Characteristics of the study area
Paltas is one of the 16 cantons of the Province of Loja, 
Ecuador. It is divided into 9 parishes: 2 urban par-
ishes, Catacocha and Lourdes, and 7 rural parishes, 

Cangonamá, Casanga, Guachanamá, Lauro Guerrero, 
Orianga, San Antonio and Yamana. According to the 
National Institute of Statistics and Censuses (INEC), the 
population projection for this canton in 2020 was 23,471 
inhabitants. In Paltas, the main agricultural activities are 
as follows: corn, coffee, artisanal sugarcane, and short-
cycle crops; livestock operations; and forest plantations, 
among others. The region has an area of 1,124  km2, and 
the altitude ranges from 400 m above sea level (MASL)to 
3,087 MASL. Paltas experiences two types of climates: a 
dry megathermal tropical climate (Aw) in the lower part 
of the canton (48,877.31  ha) and a semi-humid meso-
thermal equatorial climate (Cfb) in the higher part of the 
canton (67,039.16 ha). Rainfall in the region ranges from 
600 to 1500 mm; June–September are the driest months 
(3 mm), and January–April are the months with the high-
est rainfall (232 mm). The average annual temperature is 
16.8  °C; September is the hottest month (average tem-
perature, 19.1  °C), and January to March are the cold-
est months (average temperature, 17.8  °C). Paltas has a 
serious deficit of water for consumption and agricultural 
activities that affects urban and rural areas [11].

Research design, ethical aspects and data analysis.
In this observational, cross-sectional retrospective study, 
all dengue cases registered between 2016 and 2022 in the 
National Public Health Surveillance System of Ecuador 
through the ViEpi platform were reviewed with the per-
mission of the respective institutions. No records were 
excluded since the required information was available for 
all cases. In addition, all the entomological reports (lar-
val indices) in the epidemiology department of the region 
were analyzed, specifically the larval indices correspond-
ing to the years 2016, 2018 and 2019. Notably, there was 
no entomological data for some of the years included in 
the study period, which represents a limitation in evalu-
ating the vector control strategies implemented. For this 
reason, an additional analysis was carried out using the 
larval indices available for 2023, with the aim of providing 
a more recent approach for vector control and analyzing 
the possible spread of dengue in the region. In the inter-
pretation of the larval indices, a house index (HI) < 5%, 
Breteau index (BI) < 5, and container index (CI) < 10% 
were used as indicators of protection against epidemics 
caused by dengue fever and the need for greater vector 
control to avoid epidemics [12]. The study was performed 
with institutional permission and with the approval of the 
Ethics Committee of the Private Technical University of 
Loja (UTPL), Ecuador (code UTPL-CEISH-2022-PG07). 
The characteristics available in the registry were dengue 
severity, age group and sex, stratified by epidemiological 
week, year and parish of notification. Descriptive data are 
reported as frequencies and percentages.
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Owing to the categorical nature of the variables, com-
parisons of dengue cases before the COVID-19 pandemic 
(2016–2019) and during the pandemic (2020–2022) with 
respect to sex, age, and geographical area were primarily 
conducted using Chi-square test. However, Fisher’s exact 
test was applied in cases where the sample size within 
specific groups was less than 5, to ensure compliance 
with statistical assumptions. All statistical tests were per-
formed at a significance level of 95%.

Results
A total of 182 cases of dengue were reported between 
2016 and 2022, all of which were cases without warn-
ing signs. In Paltas, dengue fever was not reported until 
2016. During the first years of its appearance, the number 
of cases was minimal; incidence rates decreased in 2017 
(one case) and 2019 (no cases), but there was a resur-
gence of cases during the COVID-19 pandemic, particu-
larly between 2020 and 2021 (Fig. 1). From 2016 to 2022, 
dengue cases occurred predominantly in female patients 
(51.1%) and those aged ≥ 20  years (68.7%) (Fig.  1), 
although there were no significant differences between 
the periods before and during the COVID-19 pandemic 
(Table 1).

To date, cases have been reported in 4 of the 9 parishes 
of the canton: 2 urban parishes, Lourdes and Catacocha, 
and 2 rural parishes, Casanga and Guachanamá. Over the 
years, a predominance of cases was observed in urban 
areas (78.6%), with 4 urban cases occurring for each case 
in rural areas (Fig.  1). Notably, before the COVID-19 
pandemic, cases were restricted to urban areas and lim-
ited to a single parish per year. As of 2020, geographical 
dispersion was observed, with cases appearing in several 
parishes simultaneously in both rural and urban areas. In 
fact, when comparing the period before the COVID-19 
pandemic with the period during the pandemic, a sta-
tistically significant decline in cases was observed in the 
urban areas, with the displacement of cases to the rural 
areas (p < 0.001) (Table 1).

On another note, a clear pattern of dengue incidence 
was observed according to the epidemiological week of 
notification, with the majority of cases (N = 154/182; 
84.6%) occurring between epidemiological weeks 16 and 
39, i.e., between April and September (Fig. 2).

On the other hand, the larval indices remained higher 
in urban areas than in rural areas (Fig. 3). For 2016, HI 
reports were available only for Catacocha (100%) and 
Casanga (57.1%) (data not shown). In 2018, in Cataco-
cha, BI and HI were high and decreased to close to 5% in 
2019. In contrast, these indices remained low in Casanga 
until 2019. However, by 2023, the BI and HI increased 
again in both parishes. In contrast, the CI values never 
exceeded 10% in any of the parishes. Notably, in 2023, 

entomological reports were also obtained from other 
parishes of the canton that have not yet been affected by 
dengue. These reports showed BI and HI values above 
5%, higher than those reported in regions where den-
gue is common. For example, the BI was between 18.1 
and 40.3 in Yámana and 14.8 in San Antonio. The HI was 
between 14.9 and 18.1 in Yámana and 10.8 in San Anto-
nio (data not shown).

Discussion
In the Paltas canton, a dengue-free area until 2016, den-
gue was more common in urban areas and between April 
and September. Over time, there were annual fluctua-
tions in both the incidence of cases and the larval indices. 
There are concerns about the resurgence of cases and the 
geographical expansion of dengue during the COVID-19 
pandemic.

Given the resurgence of cases and larval indices and 
the geographical expansion of dengue in Paltas after the 
pandemic, we must consider that the management, con-
trol and treatment of diseases transmitted by arthropods 
could have been delayed by the pandemic [10]. The pan-
demic has had a significant effect on the incidence of 
and health services related to dengue. In the Americas, 
during the first 6 months of 2020, a 10% decrease in den-
gue, chikungunya and Zika cases was reported versus the 
same period in 2019. Most cases occurred in Brazil, Para-
guay, Bolivia, Argentina and Colombia [13]. A systematic 
review of cases in Southeast Asia revealed a significant 
disruption in the prevention, diagnosis, treatment, and 
management of tuberculosis, HIV, and dengue during the 
COVID-19 pandemic [9]. Studies conducted in Sri Lanka 
and Bhutan revealed a reduction in the provision of den-
gue-related health services. However, in these countries, 
there was also a reduction in the number of dengue cases 
reported during the pandemic, attributed in part to lim-
ited mobility and isolation measures [9]. The apparent 
decrease in dengue cases or their notification during the 
first years of the COVID-19 pandemic has been attrib-
uted to the implementation of public health measures, 
especially restrictions on human mobility (community 
quarantines, school closings and confinements). In addi-
tion, health services in response to the pandemic were 
prioritized, and health services for the diagnosis and sur-
veillance of dengue may have been reduced, resulting in 
an underregistration of cases. The refusal of patients to 
visit health centers due to the fear of contracting COVID-
19 or to avoid viral detection tests could also have had an 
influence [14].

However, in some countries, the COVID-19 pandemic 
was associated with an increase in dengue. According to 
the WHO, after the decrease in the notification of den-
gue cases in the first years of the pandemic (2020–2022), 
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a global rebound has been observed, which has spread to 
regions previously free of dengue [4]. According to data 
from the Pan American Health Organization (PAHO), 
dengue incidence rates in the Americas showed con-
siderable variability between 2016 and 2022. Before the 

COVID-19 pandemic (2016–2019), the highest incidence 
was recorded in 2019 (325.93 cases per 100,000 inhabit-
ants), more than three times the rate observed in 2018 
(77.51 cases per 100,000 inhabitants). In 2020, during 
the first year of the pandemic, the incidence dropped to 

Fig. 1 Annual distribution of dengue cases according to age and sex in Paltas, 2016–2022
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238.87 cases per 100,000 inhabitants. This decline may 
reflect the effects of strict public health measures, such 
as mobility restrictions and quarantines, which likely 
reduced mosquito exposure or hindered case detec-
tion and reporting. However, by 2022, dengue incidence 
rebounded to 283.58 cases per 100,000 inhabitants, 
aligning with the global pattern of dengue resurgence 
as pandemic-related restrictions eased. This trend high-
lights the intricate relationship between the COVID-19 
pandemic and vector-borne diseases, underscoring the 
importance of resilient dengue surveillance and control 
systems during concurrent health crises [15].

In Ecuador, dengue incidence rates showed signifi-
cant fluctuations during the study period. Before the 
pandemic (2016–2019), the incidence remained rela-
tively stable, with a notable low in 2018 (18.38 cases per 
100,000 inhabitants) and a moderate increase in 2019 
(49.91 cases per 100,000 inhabitants). The onset of the 
COVID-19 pandemic brought a sharp rise in dengue 
incidence, peaking at 118.31 cases per 100,000 inhab-
itants in 2020. Although there was a slight decrease 
in 2021 and 2022, the incidence remained consist-
ently higher than pre-pandemic levels [15]. In Paltas, a 
region that had been free of dengue prior to 2016, the 
pandemic coincided with a resurgence and geographic 

expansion of the disease, similar to what occurred 
across Ecuador. This could reflect the broader chal-
lenges faced throughout Ecuador in sustaining effective 
vector control measures during the pandemic. Factors 
such as climatic variations and changes in human activ-
ity likely played a role in the spread of dengue, under-
scoring the importance of strengthening public health 
strategies, not just in Paltas but across the country, to 
address both the immediate and long-term impacts of 
vector-borne diseases.

A review of data from 22 Asian and Latin American 
countries revealed that the incidence of dengue decreased 
significantly (16%; 2.73 million versus 2.29 million) in 
2020–2021 compared with the average incidence in the 
5 pre-pandemic years (2015–2019) [16]. However, in Bra-
zil, Peru, Bolivia, Ecuador, Paraguay, Argentina, and Sin-
gapore, a higher incidence of dengue was reported during 
2020 than before the pandemic. An increase in cases was 
found in Bangladesh (19-fold), Pakistan (sevenfold) and 
India (threefold) during the second year of the COVID-
19 pandemic (2021). It is unclear whether the strict social 
measures implemented in response to the pandemic or 
underreporting due to the overload of resources caused 
by its management is related to the decrease in dengue 
cases reported during the pandemic [16].

Table 1 Distribution of dengue cases according to sex, age and parish before and during COVID‑19 in Paltas, 2016–2022

a Percentage of the pre-pandemic total
b Percentage of the post-pandemic total
c Percentage of the 2016–2022 total
d P value obtained with the chi-square test of independence at a significance level of 95% by comparing the periods before and during the COVID-19 pandemic 
according to sex (male vs. female)
e P value obtained with the chi-square test of independence at a significance level of 95% by comparing the periods before and during the COVID-19 pandemic 
according to age (< 20 years vs. ≥ 20 years)
f P value obtained using Fisher’s exact test at a significance level of 95% by comparing the periods before and during the COVID-19 pandemic according to parish 
(urban vs. rural)

Characteristic Before COVID-19 (2016–2019)
N = 102 (annual x̅, 25.5)

During COVID-19 (2020–2022)
N = 80 (annual x̅, 26.6)

Total (2016–2022)
N = 182

p

# %a # %b # %c

Sex

 Male 50 49.0 39 48.7 89 48.9 0.963d

 Female 52 50.9 41 51.2 93 51.1

Age

 Under 20 years 26 25.5 31 38.7 57 31.3 0.055e

 < 15 14 13.7 17 21.2

 15–19 12 11.8 14 17.5

 20 years and older 76 74.5 49 61.3 125 68.7

 20–64 55 53.9 41 51.2

 65 and older 21 20.5 8 10

Parishes

 Urban 102 100.0 41 51.2 143 78.6 0.000f

 Rural 0 0 39 48.8 39 21.4
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To estimate infestation by Aedes spp. in a geographic 
area, the most commonly used surveillance methods are 
the larval indices, HI, BI and CI. The observations of yel-
low fever epidemics in urban areas suggest that values of 
HI < 5%, BI < 5 and CI < 10% provide protection against 
epidemics caused by other arboviruses, such as den-
gue, chikungunya and Zika. However, these thresholds 

for larval indices are not completely reliable in relation 
to the transmission of dengue virus, with the sampling 
of adult vectors being more reliable [17]. Despite these 
limitations, larval indices remain the main surveillance 
tool used in many Aedes spp. control programs, owing to 
their practicality and reproducibility. The Pan-American 
Health Organization (PAHO) recognizes the advantages 

Fig. 2 Distribution of dengue cases according to incidence by epidemiological week and month in Paltas, 2016–2022
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of the larval indices, namely, a relatively small sample size 
(100–200 households), acceptable cost and no need for 
specialized personnel. In addition, these indices enable a 
focus on larval control efforts during the management or 
elimination of hatcheries; evaluation of the effectiveness 
of these measures, especially in difficult-to-access hatch-
eries; and guidance of educational messages addressed 
to the community [17]. Currently, larval indices, when 
correctly interpreted, are considered useful tools for 
determining the risk of dengue outbreaks and directing 
specific vector control actions. In this context, when the 
BI is similar to or equal to the HI, the problem is con-
sidered to be generalized. On the other hand, a BI much 
higher than the HI could indicate a focused problem, 
suggesting the implementation of specific control meas-
ures in that sector [18]. In the measurements taken dur-
ing the study period and in 2023 in the Paltas canton, 
the BI was always greater than the HI, which indicates a 

localized problem that requires control measures focused 
on the affected sector.

Vector control continues to be the main method for 
the control and prevention of dengue. To achieve con-
trol, mosquito breeding sites, especially water reservoirs, 
should be eliminated; communities should be informed 
and encouraged to participate in dengue control; and 
active and continuous monitoring of the abundance of 
mosquitoes should be performed [3, 19, 20]. In Ecua-
dor, during the 1950s, dengue and mosquitoes were 
eradicated with insecticides. However, failures in vec-
tor control and rapid unplanned urbanization favored 
the resurgence of dengue in 1989 [21]. Currently, den-
gue is endemic, with the common serotypes DENV-1 
and DENV-2. By 2023, 26,847 cases were reported, with 
more than 80% of notifications occurring in 7 of the 24 
provinces of Ecuador: Manabi, Santo Domingo, Guayas, 
Esmeraldas, Morona Santiago, El Oro and Napo [22]. 
Unlike the results in Paltas, the number of cases in the 
country overall were greater in those under 20  years of 
age (57.3%) and in men (50.7%). Importantly, Ae. albop-
ictus, which was first reported in Guayaquil, Ecuador, in 
2017, has already been identified in the northeastern low-
lands and the Amazon basin [23]. To date, there are no 
reports on the presence of Ae. albopictus in Paltas. How-
ever, the establishment of this species of mosquito and 
climate change could increase the risk of dengue in other 
areas of Ecuador [23].

A critical point in the control of mosquito breeding 
sites in the canton seems to be the annual climatic vari-
ations associated with the need for water reservoirs for 
domestic use. The incidence of dengue is greater between 
April and September, when droughts and water restric-
tions occur, which could encourage the creation of water 
reservoirs. In various regions of the world, a strong asso-
ciation between the lack of public water supply and the 
incidence of dengue or Aedes spp. abundance. Poor or 
poorly planned urban development could result in an 
inadequate water supply, promoting the use of reser-
voirs and favoring mosquito breeding sites [24]. In some 
regions of Ecuador, such as Huaquillas and Guayaquil, 
an increase in the abundance of Ae. aegypti has been 
observed after a period of abundant rainfall or due to the 
interruption of running water services [25, 26].

Climate change has had positive and negative effects 
on the incidence of dengue. For example, the increase in 
dengue incidence in China was related to the tempera-
ture increase, whereas in Singapore, the heat surges were 
related to a decrease in the transmission of dengue fever 
[27, 28]. However, meteorological factors do not directly 
influence the incidence of dengue but rather have a direct 
effect on the vectors. These effects include larval/adult 
development and survival, duration of the gonotrophic 

Fig. 3 Larval indices of the Catacocha and Casanga parishes, Paltas 
canton, 2016–2023
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cycle (host search and blood intake), reproductive behav-
ior of the vector, extrinsic incubation periods of the virus, 
and dengue transmission rates [29].

At the global level, climate change affects the den-
sity or reproduction of Aedes spp. The factors that favor 
these changes include increases in temperature [30], 
extreme heat waves [27, 31, 32], excess water (number of 
rain events or floods) [27, 31–33] and dry spells [32]. In 
Kenya, the increased reproduction of Ae. aegypti in rural 
areas compared with that in urban areas was related to 
differences in the number of wells or puddles that formed 
after rain [32].

Human behaviors during climatic changes, such as 
the use of air conditioners, staying outside longer and 
especially the method of water storage, can modify the 
impact of the climate on vectors. For example, in Paki-
stan, a greater number of rain events from 2011 to 2014 
increased the density of Ae. albopictus. However, in times 
of higher temperatures and less rain, the number of mos-
quitoes decreased, but they were not scarce due to the 
presence of artificial water reservoirs [31]. In Singapore, 
during times of extreme heat, people spend more time in 
air-conditioned environments, decreasing vector expo-
sure and transmission [28]. In Kenya, out-of-home trans-
mission prevails owing to living conditions and climate, 
especially because children spend a long time playing 
outdoors [32].

Finally, the experience of the Paltas canton, transform-
ing from a dengue-free zone to an area of resurgence 
during the COVID-19 pandemic, highlights the need for 
a multifactorial approach to dengue control that consid-
ers the implications of climate change, changes in human 
behaviors, and major health phenomena such as the 
COVID-19 pandemic to ensure a more effective and sus-
tainable response over time.

Limitations
This study has several limitations that should be acknowl-
edged. First, its retrospective nature prevents causal 
inferences from being made. Second, larval indices were 
not available for most years in the study period, which 
restricted an exhaustive analysis of vector control efforts 
in the area. Additionally, this research did not aim to ana-
lyze climate data, and as such, the study lacks accurate 
conclusions about the role of climate change in the spread 
of dengue. Another important limitation is the absence of 
data on COVID-19 cases and their potential relationship 
with the distribution of dengue cases, as well as the lack 
of more recent data on dengue. While such data would 
provide a clearer understanding of the pandemic’s impact 
on the epidemiology of dengue in the region, their inclu-
sion was not part of the original research design. The ini-
tial project did not intend to include COVID-19 cases or 

additional years beyond the approved timeframe. There-
fore, this publication is limited to the data authorized by 
the Ministry of Health and ethics committee’s approval. 
Finally, although calculating odds ratios could pro-
vide a more detailed approximation of the relationships 
between the variables under study, this was not possible 
due to the nature of the data provided by the Ministry of 
Health. The data were aggregated and pre-categorized, 
meaning individual-level data, including specific com-
binations of variables for each subject, were unavailable. 
This limitation prevents the calculation of odds ratios, 
which require access to individual-level data for accurate 
analysis.

Conclusions
Dengue has experienced a resurgence and geographic 
expansion during the COVID-19 pandemic in the Pal-
tas canton. Although vector control measures appeared 
to have controlled the problem initially, several factors, 
such as climatic variations and their consequences on 
changes in the behavior of the population, could impact 
the effectiveness of these sanitary measures. The canton 
offers space for research on the effects of climate change 
and community participation, which can help explain the 
reasons for the establishment, maintenance and spread 
of dengue in an area previously free of autochthonous 
transmission.

Author contributions
BQM: Study conception/design, Data analysis/discussion, Bibliographic review, 
Manuscript preparation, Review of the final version. ARO: Study conception/
design, Data/information collection, Review of the final version. SMP: Study 
conception/design, Data analysis/discussion, Review of the final version. 
DTR and ACN: Data/information collection, Bibliographic review, Manuscript 
preparation.

Funding
None.

Availability of data and materials
No datasets were generated or analysed during the current study.

Declarations

Ethics approval and consent to participate
This research was carried out with the institutional permission and approval 
of the Ethics Committee of the Private Technical University of Loja (UTPL), 
Ecuador (code UTPL‑CEISH‑2022‑PG07). In this study, the consolidated data 
record of the epidemiological surveillance system SIVE‑Alert was used; the 
data were provided by the Zonal Health Coordination of Zone 7 and do not 
include personal information of the patients, which guarantees respect for 
the rights of individuals, their autonomy and confidentiality. Therefore, it was 
not necessary to anonymize the data or obtain informed consent for research 
and publication. The data obtained in this study were used exclusively for the 
purposes of the research and were not available to outsiders.

Consent for publication
Not applicable.



Page 9 of 9Quintero et al. Tropical Medicine and Health           (2025) 53:12  

Competing interests
The authors declare no competing interests.

Author details
1 School of Medicine, Private Technical University of Loja, Loja 110101, Ecuador. 
2 Doctor of Medicine and Surgery, Zonal Management of Health Surveillance, 
Prevention and Control, Loja, Ecuador. 3 Department of Methodology, Faculty 
of Legal and Political Sciences, Los Andes University (ULA), Merida, Venezuela. 
4 School of Business Administration, Sabal University, Miami, FL, USA. 

Received: 6 December 2024   Accepted: 18 January 2025

References
 1. Zeng Z, Zhan J, Chen L, Chen H, Cheng S. Global, regional, and national den‑

gue burden from 1990 to 2017: a systematic analysis based on the global 
burden of disease study 2017. EClinicalMedicine. 2021. https:// doi. org/ 10. 
18502/ IJPH. V48I12. 3549.

 2. ‑ OMS. Organización Mundial de la Salud. Enfermedades transmitidas por 
vectores. 2020. https:// www. who. int/ es/ news‑ room/ fact‑ sheets/ detail/ 
vector‑ borne‑ disea ses.

 3. Roy SK, Bhattacharjee S. Dengue virus: epidemiology, biology, and disease 
aetiology. Can J Microbiol. 2021;67(10):687–702. https:// doi. org/ 10. 1139/ 
cjm‑ 2020‑ 0572.

 4. ‑ OMS. Organización Mundial de la Salud. Partes sobre brotes epidémicos; 
dengue: situación mundial. 2023. https:// www. who. int/ es/ emerg encies/ 
disea se‑ outbr eak‑ news/ item/ 2023‑ DON498.

 5. Lamy K, Tran A, Portafaix T, Leroux MD, Baldet T. Impact of regional climate 
change on the mosquito vector Aedes albopictus in a tropical island envi‑
ronment: La Réunion. Sci Total Environ. 2023;875:162484. https:// doi. org/ 10. 
18502/ IJPH. V48I12. 3549.

 6. Semenza JC, Rocklöv J, Ebi KL. Climate change and cascading risks from 
infectious disease. Infect Dis Thera. 2022;11:1371–90. https:// doi. org/ 10. 
18502/ IJPH. V48I12. 3549.

 7. Gutiérrez‑Vera E, Patiño L, Castillo‑Segovia M, Mora‑Valencia V, Montesde‑
oca‑Agurto J, Regato‑Arrata M. Seroprevalence of arbovirus in Ecuador: 
implications for improved surveillance. Biomedica. 2021;41(2):5–50. https:// 
doi. org/ 10. 7705/ biome dica. 5623.

 8. Anwar A, Anwar S, Ayub M, Nawaz F, Hyder S, Khan N, et al. Climate change 
and infectious diseases: evidence from highly vulnerable countries. Iran J 
Public Health. 2019;48(12):2187–95. https:// doi. org/ 10. 18502/ IJPH. V48I12. 
3549.

 9. Downey LE, Gadsden T, Vilas VDR, Peiris D, Jan S. The impact of COVID‑19 
on essential health service provision for endemic infectious diseases in the 
South‑East Asia region: a systematic review. Lancet Reg Health Southeast 
Asia. 2022;1: 100011. https:// doi. org/ 10. 1016/j. lansea. 2022. 04. 007.

 10. Moin‑Vaziri V, Badakhshan M. The impact of COVID‑19 pandemic on arthro‑
pod‑related diseases. J Arthropod Borne Dis. 2023;17(1):28–35. https:// doi. 
org/ 10. 18502/ jad. v17i1. 13199.

 11. Alcaldía de Paltas LE. Plan de desarrollo y Ordenamiento Territorial 
2019–2023, GAD Paltas. Actualizado. 2023; https:// www. alcal diade paltas. 
gob. ec/ podt2 019‑ 2023/.

 12. Barrera R. Recommendations for the surveillance of Aedes aegypti. Bio‑
medica. 2016;36(3):454–62. https:// doi. org/ 10. 7705/ biome dica. v36i3. 2892.

 13. ‑ OPS/OMS. Organización Panamericana de la Salud. Organización Pan‑
americana de la Salud/Organización Mundial de la Salud. Actualización 
Epidemiológica: Dengue. 10 de junio de 2020. https:// www. paho. org/ 
es/ docum entos/ actua lizac ion‑ epide miolo gica‑ dengue‑ otras‑ arbov 
irosis‑ 10‑ junio‑ 2020.

 14. Medina JRC, Takeuchi R, Mercado CEG, de los Reyes CS, Cruz RV, Abrigo 
MDR, et al. Spatial and temporal distribution of reported dengue cases and 
hot spot identification in Quezon City, Philippines, 2010–2017. Trop Med 
Health. 2023;51(1):31. https:// doi. org/ 10. 1186/ s41182‑ 023‑ 00523‑x.

 15. ‑ PAHO. Pan American Health Organization. Health Information platform for 
the Americas (PLISA). Accessed 05 Jan 2025. Available from: https:// www3. 
paho. org/ data/ index. php/ en/ mnu‑ topics/ indic adores‑ dengue‑ en/ dengue‑ 
nacio nal‑ en/ 252‑ dengue‑ pais‑ ano‑ en. html.

 16. Khan S, Akbar SMF, Yahiro T, Mahtab MAl, Kimitsuki K, Hashimoto T, 
et al. Dengue infections during COVID‑19 period: reflection of reality or 

elusive data due to effect of pandemic. Int J Environ Res Public Health. 
2022;19(17):10768. https:// doi. org/ 10. 3390/ ijerp h1917 10768.

 17. ‑ OPS. Organización Panamericana de la Salud. Métodos de vigilancia ento‑
mológica y control de los principales vectores en las Américas. 2021. https:// 
iris. paho. org/ handle/ 10665.2/ 55241.

 18. ‑ Ministerio de Salud Pública del Ecuador. Vigilancia y control de vectores 
en el Ecuador. Norma técnica 2019. https:// aplic acion es. msp. gob. ec/ salud/ 
archi vosdi gital es/ docum entos Direc ciones/ dnn/ archi vos/ AC_ 00059_ 2019% 
20OCT% 2025% 20ANE XO_ compr essed. pdf.

 19. Puthanakit T, Anugulruengkitt S, Jantarabenjakul W. Prevention of emerging 
infections in children. In: Pediatric clinics of North America, vol. 69. USA: W.B. 
Saunders; 2022. p. 185–202. https:// doi. org/ 10. 1016/j. pcl. 2021. 08. 006.

 20. Gómez M, Martinez D, Muñoz M, Ramírez JD. Aedes aegypti and Ae. albopic-
tus microbiome/virome: new strategies for controlling arboviral transmis‑
sion? Parasites Vectors. 2022. https:// doi. org/ 10. 1186/ s13071‑ 022‑ 05401‑9.

 21. Ryan SJ, Lippi CA, Nightingale R, Hamerlinck G, Borbor‑Cordova MJ, Cruz BM, 
et al. Socio‑ecological factors associated with dengue risk and Aedes aegypti 
presence in the Galápagos Islands, Ecuador. Int J Environ Res Public Health. 
2019;16(5):682. https:// doi. org/ 10. 3390/ ijerp h1605 0682.

 22. ‑ Ministerio de Salud Pública del Ecuador. Gaceta vectorial No. 50, 2023. 
https:// www. salud. gob. ec/ gacet as‑ vecto riales‑ 2023/.

 23. Carrazco‑Montalvo A, Ponce P, Villota SD, Quentin E, Muñoz‑Tobar S, Coloma 
J, et al. Establishment, genetic diversity, and habitat suitability of Aedes 
albopictus populations from Ecuador. Insects. 2022;13(3):305. https:// doi. 
org/ 10. 3390/ insec ts130 30305.

 24. Cabrera M, Leake J, Naranjo‑Torres J, Valero N, Cabrera JC, Rodríguez‑Morales 
AJ. Dengue prediction in latin america using machine learning and the 
one health perspective: a literature review. Trop Med Infect Dis. 2022;7:322. 
https:// doi. org/ 10. 3390/ tropi calme d7100 322.

 25. Ha TA, León TM, Lalangui K, Ponce P, Marshall JM, Cevallos V. Household‑
level risk factors for Aedes aegypti pupal density in Guayaquil, Ecuador. 
Parasit Vectors. 2021;14(1):458. https:// doi. org/ 10. 1186/ s13071‑ 021‑ 04913‑0.

 26. Martin JL, Lippi CA, Stewart‑Ibarra AM, Ayala EB, Mordecai EA, Sippy R, et al. 
Household and climate factors influence Aedes aegypti presence in the 
arid city of Huaquillas, Ecuador. PLoS Negl Trop Dis. 2021;15(11): e0009931. 
https:// doi. org/ 10. 1371/ journ al. pntd. 00099 31.

 27. Wu S, He Y, Wei Y, Fan P, Ni W, Zhong D, et al. Effects of Guangzhou seasonal 
climate change on the development of Aedes albopictus and its suscepti‑
bility to DENV‑2. PLoS ONE. 2022;17: e266128. https:// doi. org/ 10. 1371/ journ 
al. pone. 02661 28.

 28. Seah A, Aik J, Ng LC, Tam CC. The effects of maximum ambient tempera‑
ture and heatwaves on dengue infections in the tropical city‑state of 
Singapore—a time series analysis. Sci Total Environ. 2021;25:775. https:// doi. 
org/ 10. 1371/ journ al. pone. 02661 28.

 29. Baharom M, Ahmad N, Hod R, Arsad FS, Tangang F. The impact of meteoro‑
logical factors on communicable disease incidence and its projection: a 
systematic review. Int J Environ Res Public Health. 2021;18: 11117. https:// 
doi. org/ 10. 3390/ ijerp h1821 11117.

 30. Osório HC, Rocha J, Roquette R, Guerreiro NM, Zé‑Zé L, Amaro F, et al. 
Seasonal dynamics and spatial distribution of Aedes albopictus (Diptera: 
Culicidae) in a temperate region in Europe, southern Portugal. Int J Environ 
Res Public Health. 2020;17(19):1–11. https:// doi. org/ 10. 3390/ ijerp h1719 
7083.

 31. Nasir S, Asrar M, Rasul A, Hussain SM, Aslam N, Ahmed F, et al. Potential 
impact of global warming on population dynamics of dengue mosquito, 
aedes albopictus skuse (Diptera; culicidae). Pak J Agric Sci. 2018;55(4):889–
95. https:// doi. org/ 10. 21162/ PAKJAS/ 18. 5980.

 32. Nosrat C, Altamirano J, Anyamba A, Caldwell JM, Damoah R, Mutuku F, et al. 
Impact of recent climate extremes on mosquito‑borne disease transmission 
in kenya. PLoS Negl Trop Dis. 2021;15(3): e0009182. https:// doi. org/ 10. 1371/ 
journ al. pntd. 00091 82.

 33. Liu K, Hou X, Wang Y, Sun J, Xiao J, Li R, et al. The driver of dengue fever 
incidence in two high‑risk areas of China: a comparative study. Sci Rep. 
2019;9(1): e0009182. https:// doi. org/ 10. 1371/ journ al. pntd. 00091 82.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub‑
lished maps and institutional affiliations.

https://doi.org/10.18502/IJPH.V48I12.3549
https://doi.org/10.18502/IJPH.V48I12.3549
https://www.who.int/es/news-room/fact-sheets/detail/vector-borne-diseases
https://www.who.int/es/news-room/fact-sheets/detail/vector-borne-diseases
https://doi.org/10.1139/cjm-2020-0572
https://doi.org/10.1139/cjm-2020-0572
https://www.who.int/es/emergencies/disease-outbreak-news/item/2023-DON498
https://www.who.int/es/emergencies/disease-outbreak-news/item/2023-DON498
https://doi.org/10.18502/IJPH.V48I12.3549
https://doi.org/10.18502/IJPH.V48I12.3549
https://doi.org/10.18502/IJPH.V48I12.3549
https://doi.org/10.18502/IJPH.V48I12.3549
https://doi.org/10.7705/biomedica.5623
https://doi.org/10.7705/biomedica.5623
https://doi.org/10.18502/IJPH.V48I12.3549
https://doi.org/10.18502/IJPH.V48I12.3549
https://doi.org/10.1016/j.lansea.2022.04.007
https://doi.org/10.18502/jad.v17i1.13199
https://doi.org/10.18502/jad.v17i1.13199
https://www.alcaldiadepaltas.gob.ec/podt2019-2023/
https://www.alcaldiadepaltas.gob.ec/podt2019-2023/
https://doi.org/10.7705/biomedica.v36i3.2892
https://www.paho.org/es/documentos/actualizacion-epidemiologica-dengue-otras-arbovirosis-10-junio-2020
https://www.paho.org/es/documentos/actualizacion-epidemiologica-dengue-otras-arbovirosis-10-junio-2020
https://www.paho.org/es/documentos/actualizacion-epidemiologica-dengue-otras-arbovirosis-10-junio-2020
https://doi.org/10.1186/s41182-023-00523-x
https://www3.paho.org/data/index.php/en/mnu-topics/indicadores-dengue-en/dengue-nacional-en/252-dengue-pais-ano-en.html
https://www3.paho.org/data/index.php/en/mnu-topics/indicadores-dengue-en/dengue-nacional-en/252-dengue-pais-ano-en.html
https://www3.paho.org/data/index.php/en/mnu-topics/indicadores-dengue-en/dengue-nacional-en/252-dengue-pais-ano-en.html
https://doi.org/10.3390/ijerph191710768
https://iris.paho.org/handle/10665.2/55241
https://iris.paho.org/handle/10665.2/55241
https://aplicaciones.msp.gob.ec/salud/archivosdigitales/documentosDirecciones/dnn/archivos/AC_00059_2019%20OCT%2025%20ANEXO_compressed.pdf
https://aplicaciones.msp.gob.ec/salud/archivosdigitales/documentosDirecciones/dnn/archivos/AC_00059_2019%20OCT%2025%20ANEXO_compressed.pdf
https://aplicaciones.msp.gob.ec/salud/archivosdigitales/documentosDirecciones/dnn/archivos/AC_00059_2019%20OCT%2025%20ANEXO_compressed.pdf
https://doi.org/10.1016/j.pcl.2021.08.006
https://doi.org/10.1186/s13071-022-05401-9
https://doi.org/10.3390/ijerph16050682
https://www.salud.gob.ec/gacetas-vectoriales-2023/
https://doi.org/10.3390/insects13030305
https://doi.org/10.3390/insects13030305
https://doi.org/10.3390/tropicalmed7100322
https://doi.org/10.1186/s13071-021-04913-0
https://doi.org/10.1371/journal.pntd.0009931
https://doi.org/10.1371/journal.pone.0266128
https://doi.org/10.1371/journal.pone.0266128
https://doi.org/10.1371/journal.pone.0266128
https://doi.org/10.1371/journal.pone.0266128
https://doi.org/10.3390/ijerph182111117
https://doi.org/10.3390/ijerph182111117
https://doi.org/10.3390/ijerph17197083
https://doi.org/10.3390/ijerph17197083
https://doi.org/10.21162/PAKJAS/18.5980
https://doi.org/10.1371/journal.pntd.0009182
https://doi.org/10.1371/journal.pntd.0009182
https://doi.org/10.1371/journal.pntd.0009182

	Emergence and expansion of dengue in Paltas: possible implications of the COVID-19 pandemic and climatic variations
	Abstract 
	Introduction 
	Objective 
	Methodology 
	Results 
	Conclusions 

	Introduction
	Methodology
	Characteristics of the study area
	Research design, ethical aspects and data analysis.

	Results
	Discussion
	Limitations
	Conclusions
	References


